Supplemental Figure S1 . qRT-PCR analysis of tet-RLI1 overexpression. (A) RNA was extracted from wild type cells transformed with pCM190 (+ev) or pCM190-tetRLI1 (+RLI1) and pre-incubated for 4 h in the absence or presence of 22.5 µM doxycycline in YNB medium. RLI1 mRNA was quantified with qRT-PCR using standardized RNA additions in all reactions, performed in triplicate for each of three independent experiments. Mean data are shown  SEM. (B) RNA was extracted from exponential W303 cells or isogenic tet-RLI1 cells and analyzed as in (A).
Supplemental
. Overexpression of essential FeS proteins other than Rli1 does not increase stress resistance. The R1158 wild type () and isogenic
were cultured in YNB medium supplemented with 1.5 mM Cu(NO 3 ) 2 . , Control growth of the wild type in the absence of Cu(NO 3 ) 2 is shown as a reference [control growth of some tet-construct strains was slightly slower than wild type but all were ≥2-fold faster than tet-RLI1+copper ()]. SEMs from triplicate independent experiments are smaller than the dimensions of the symbols. Figure S3 . Rli1p overexpression protects against cell killing by Cu and cycloheximide. Cells transformed with pCM190 () or pCM190-tetRLI1 () were incubated for 1 h in selective YNB broth, in the absence or presence of Cu(NO 3 ) 2 or cycloheximide at the indicated concentrations, then aliquots were diluted and spread to YNB agar. Viability was determined after 3-4 d incubation at 30ºC by colony forming unit (CFU) counts, and calculated with reference to CFUs formed in control (minus stressor) incubations. (There was no effect of growth differences during the one hour incubation, as cell numbers, determined by haemocytometer counts, did not increase significantly over this period). The data are means from three replicate experiments (each encompassing triplicate determinations) ± SEM.

